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ャペロン複合体の機能欠損による発酵促進方法（渡辺大輔, 高木健一, 高木博史：奈良先

端科学技術大学院大学） 

48) 特開 2016-14033（特許第 6268544 号）: オルニチン高蓄積酵母及びその取得方法並びに該

酵母を用いた清酒その他の食品の製造方法（大橋正孝, 高木博史, 渡辺大輔：奈良県, 奈

良先端科学技術大学院大学）. 登録日 2018 年 1 月 12 日. 

49) 特願 2020-041757：アルコール飲食品製造用組成物（西村 明, 谷川 翼, 高木博史：奈良先

端科学技術大学院大学） 

 

＜国際会議・学会での招待講演・基調講演＞ 

1) H. Takagi, H. Matsuzawa, T. Ohta, M. Yamasaki and M. Inouye: Engineering of subtilisin E by site-

directed mutagenesis based on structural comparison with other bacterial serine protease. 

International Symposium on Subtilisin Enzymes, Hamburg, Germany, September, 1992. 

2) H. Takagi: Engineering of subtilisin E by site-directed mutagenesis based on structural coparison with 

other bacterial serine protease. International Workshop on Chemistry and Biochemistry of 

Biocatalysis, Kyoto, Japan, June, 1993. 

3) H. Takagi: Analysis of the yeast novel acetyltransferase. Mini-international Symposium: Genome 

Biology of Deep-Sea Microorganisms, Higashi-hiroshima, October, 2004. 

4) H. Takagi: A new approach “pro-sequence engineering” for alteration of protease functions. 

International Conference on Serine-Carboxyl Peptidases, Kyoto, November, 2005. 

5) H. Takagi: Functional analysis of the yeast ubiquitin ligase Rsp5 under stress conditions. Nara 

Institute of Science and Technology, The 21st Century COE Program International Symposium, New 

Frontiers in Biosciences: Molecular Mechanisms in Cellular Regulation, Nara, January, 2007. 

6) H. Takagi: A novel antioxidative mechanism mediated by the yeast N-acetyltransferase Mpr1: 

Induction of arginine-dependent nitric oxide synthesis under oxidative stress conditions. NAIST 

Grobal COE International Symposium 2009: Environmental Adaptation, Nara, November, 2009. 

7) H. Takagi: A novel antioxidative mechanism mediated by proline/arginine in yeast cells. The 3rd 

International Symposium on Proline Metabolism,., November, 2010. 

8) H. Takagi: A novel antioxidative mechanism mediated by proline/arginine in yeast Saccharomyces 

cerevisiae. The International Union of Microbiological Societies 2011 Congress (IUMS 2011) 

symposium: Yeast, a frontrunner of applied microbiology and biotechnology. Sapporo, September, 

2011. 

9) H. Takagi: Novel molecular mechanisms of yeast enzymes involved in stress tolerance: NO and 

ubiquitin system. NAIST Grobal COE International Symposium 2011: Achievements and Future, Nara, 
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November, 2011. 

10) H. Takagi, A. Nishimura and Y. Sasano: The physiological role of nitric oxide in Saccharomyces 

cerevisiae and its applications to baker’s yeast. 13th International Congress on Yeasts, Madison, 

Wisconsin, U.S.A., August, 2012. 

11) H. Takagi: Nitric oxide-mediated antioxidative mechanism of Saccharomyces cerevisiae and its 

application to industrial yeast. 31st International Specialized Symposium on Yeasts (ISSY31), Vipava, 

Slovenia, October, 2014. 

12) H. Takagi: Nitric oxide-mediated antioxidative mechanism in Saccharomyces cerevisiae and its 

application to baker’s yeast. International Meeting of the Federation of Korean Microbiological 

Societies (FKMS 2014), Seoul, South Korea, October 2014. 

13) H. Takagi: Stress tolerance mechanisms of yeast mediated by proline/arginine metabolism and 

application to fermentation. International Conference on Biosciences (ICoBio) 2015, Bogor, 

Indonesia, August, 2015. 

14) H. Takagi: Nitric oxide-mediated antioxidative mechanism in Saccharomyces cerevisiae and its 

application to baker’s yeast. The 27th International Conference on Yeast Genetics and Molecular 

Biology (ICYGMB), Trentino, Italy, September, 2015. 

15) H. Takagi: Nitric oxide-mediated antioxidative mechanism in Saccharomyces cerevisiae and its 

application to fermentation. Microbial Stress: From Molecules to Systems, Sitges, Spain, November, 

2015. 

16) H. Takagi: Nitric oxide-mediated antioxidative mechanism in Saccharomyces cerevisiae and its 

application to baker’s yeast. The 27th Annual Meeting of the Thai Society for Biotechnology and 

International Conference (TSB2015). Bangkok, Tahiland, November, 2015. 

17) H. Takagi: Stress tolerance of baker’s yeast during bread-making processes. The 6th iBioK Asian 

Workshop, Kobe, Japan, December, 2015. 

18) H. Takagi: Synthetic mechanism and physiological role of nitric oxide in yeast. The 9th International 

Conference on the Biology, Chemistry, and Therapeutic Applications of Nitric Oxide, Sendai, Japan, 

May, 2016. 

19) H. Takagi: Stress tolerance mechanisms of baker’s yeast mediated by proline/arginine metabolism. 

The 14th International Congress on Yeasts “International workshop of iBioK”, Awaji, Japan, 

September 2016. 

20) H. Takagi: Novel stress-tolerant mechanisms of yeast mediated by proline-arginine metabolism and 

their applications to industrial yeasts. The 3rd International Seminar on Science, Bogor, Indonesia, 

November 2016. 

21) H. Takagi: Synthetic Mechanism and Physiological Role of Nitric Oxide in Yeast. Gordon Research 

Conference “Nitric Oxide”, Ventura, CA, USA, February, 2017. 

22) H. Takagi: Nitric oxide in yeast: a double-edged sword "cell protection vs. cell death". The 12th 

lnternational Meeting on Yeast Apoptosis, Bari, Italy, May, 2017. 

23) H. Takagi: Importance and Fun of “Molecular and Applied Microbiology”: From Novel Prize to 

Biotechnology. 13th International Conference on Liberal Arts and Frontier Technologies, Wonju, 

South Korea, June, 2017. 
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24) H. Takagi: "Proline" science and technology for industrial yeast. The 33rd International Specialised 

Symposium on Yeast (ISSY33), Cork, Ireland, June, 2017. 

25) H. Takagi: New metabolic regulation and physiological function of amino acids found in yeast and 

their application to breeding. The International Union of Microbiological Societies 2017 Congress, 

Singapore, July, 2017. 

26) H. Takagi: New metabolic regulation and physiological function of amino acids found in yeast and 

their application to breeding of industrial yeasts. 2018 KSBB Spring Meeting and International 

Symposium. Yeosu, South Korea, April, 2018. 

27) H. Takagi: Cysteine and sulfur metabolism found in Saccharomyces cerevisiae and Ogataea 

parapolymorpha. The International Conference on Non-conventional Yeasts (2018 NCY), Rzeszów, 

Poland, May, 2018. 

28) H. Takagi: Novel stress tolerant mechanisms of yeast and their application to biotechnology. The 6th 

International Conference on Biochemistry and Molecular Biology (BMB 2018), Rayong, Thailand, 

June, 2018. 

29) H. Takagi: New metabolic regulation and physiological functions of amino acids found in yeast and 

their applications. The 34th International Specialized Symposium on Yeasts (ISSY34), Bariloche, 

Argentina, October, 2018. 

30) H. Takagi: New metabolic regulation and physiological function of amino acids found in yeast and 

their application to breeding of industrial yeasts. The 7th International Yeast 2.0 and Synthetic 

Genomes Conference, Sydney, Australia, November, 2018. 

31) H. Takagi: New metabolic regulation and physiological function of amino acids found in yeast and 

their industrial application. The 3rd International Conference for Molecular Biology and 

Biotechnology, Kuala Lumpur, Malaysia, April, 2019. 

32) H. Takagi: Functional amino acids" in yeasts: metabolic regulations, physiological functions and 

biotechnological applications. 46th Annual Conference on Yeasts, Smolenice, Slovakia, May, 2019. 

33) H. Takagi: Improvement of fermentation ability and product quality in industrial yeast by 

“functional amino acid engineering”. World Yeast Congress, Vancouver, Canada, July, 2019. 

34) H. Takagi: Improvement of fermentation ability and product quality in industrial yeast by 

“functional amino acid engineering”. The 35th International Specialized Symposium on Yeasts 

(ISSY35), Antalya, Turkey, October, 2019. 

35) H. Takagi: Adventures in brewing exotic Japanese alcoholic beverage ‘Awamori’ with my yeast. 

2019 Genome Project Write and 8th Annual Sc2.0 Meeting, New York, U.S.A., November, 2019. 

36) H. Takagi: Enjoy exotic Japanese alcoholic beverage brewed with my yeast.  International 

Microorganism Day 2020 -Yeasts: bioinformatics tools and fermented beverages-, Web 

session, September, 2020. 

37) H. Takagi: High-level production of functional amino acids and its application to industrial brewing 

based on integrative genomics and synthetic biology in yeast. International Union of Microbiological 

Societies (IUMS) 2020 Daejeon, Korea-Virtual Congresses, November, 2020 (Web). 

38) H. Takagi: Functional amino acid engineering in yeast: Proline metabolism and its application to 

brewing. The 15th International Congress on Yeasts, August, 2021 (Web). 
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39) H. Takagi: Proline new science and technology in yeast. 1st Polish Yeast Conference, Rzeszów, 

Poland (Web), June, 2022. 

40) H. Takagi: Functional amino acid engineering in yeast: Application to brewing of alcoholic 

beverages. The 36th International Specialized Symposium on Yeasts (ISSY36), Vancouver, Canada, 

July, 2022. 

 

＜国際会議・学会での発表＞ 

1) H. Takagi, T. Takahashi, H. Momose, M. Inouye, H. Matsuzawa and T. Ohta: Enhancement of the 

thermostability of subtilisin E by the designed disulfide bond based on the structure of a thermophilic 

serine protease. Protein Engineering 89 Second International Conference, Kobe, Japan, August, 1989. 

2) H. Takagi, M. Kondou, T. Hisatsuka and M. Yamasaki: Effect of an elastase from alkalophilic Bacillus 

strain on the tenderization of beef meat. 37th International Congress of Meat Science and Technology, 

Klumbach, Germany, September, 1991. 

3) H. Takagi, H. Matsuzawa, T. Ohta, M. Yamasaki and M. Inouye: Studies on the structure and function 

of subtilisin E by protein engineering. 11th Enzyme Engineering International Conference, Kona, 

Hawaii, U.S.A., September, 1991. 

4) H. Takagi, F. Iwamoto, M. Brandriss and S. Nakamori: Isolation of freeze-tolerant mutations of 

Saccharomyces cerevisiae based on intracellular amino acids accumulation. 1996 Yeast Genetics and 

Molecular Biology Meeting, Madison, Wisconsin, U.S.A., August, 1996. 

5) H. Takagi, I. Ohtsu and S. Nakamori: Engineering of specificity and autoprocessing efficiency of B. 

subtilis subtilisin E. Cold Spring Harbor Laboratory Meeting: Biology of Proteolysis, Cold Spring 

Harbor, New York, U.S.A., April, 1997. 

6) H. Takagi, M. Takemura, M. Mohri and S. Nakamori: Isolation and molecular analysis of freeze-

tolerant laboratory strains of Saccharomyces cerevisiae from proline analogue-resistant mutants. 

1998 Yeast Genetics and Molecular Biology Meeting, College Park, Maryland, U.S.A., July, 1998. 

7) H. Takagi, A. Suzumura, T. Hoshino and S. Nakamori: Gene expression and thermostabilizationn of 

subtilisin E from Bacillus subtilis in Thermus thermophilus. Thermophiles ’98, Brest, France, 

September, 1998. 

8) H. Takagi, K. Hirai, Y. Maeda, H. Matsuzawa and S. Nakamori: Effect of the engineered disulfide 

bonds on the thermostability and catalysis of Bacillus subtilis subtilisin E. Cold Spring Harbor 

Laboratory Meeting: Biology of Proteolysis, Cold Spring Harbor, New York, U.S.A., May, 1999. 

9) H. Takagi, M. Shichiri and S. Nakamori: Saccharomyces cerevisiae Σ1278b has novel gene of the 

N-acetyltransferase gene superfamily required for L-proline-analogue resistance. 2000 Yeast Genetics 

and Molecular Biology Meeting, Seattle, Washington, U.S.A., July, 2000. 

10) H. Takagi, M. Shichiri, C. Hoshikawa and S. Nakamori: Mechanism of L-proline analogue 

resistance by the yeast novel N-acetyltransferase and ubiquitin-protein ligase. Cold Spring Harbor 

Laboratory Meeting: Proteolysis & Biological Control, Cold Spring Harbor, New York, U.S.A., May, 

2001. 

11) N. Awano, M. Yamazaki, M. Wada, H. Takagi and S. Nakamori: Cloning and characterization of 

serine acetyltransferase from Corynebacterium glutamicum. 9th International Symposium on the 
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Genetics of Industrial Microorganisms, Gyeonju, Korea, July, 2002. 

12) S. Nakamori, M. Wada, K. Haisa, N. Awano and H. Takagi: Effect of cysteine desulfhydrase on the 

production of cysteine plus cystine in Corynebacterium glutamicum. 9th International Symposium on 

the Genetics of Industrial Microorganisms, Gyeonju, Korea, July, 2002. 

13) M. Shichiri, C. Hoshikawa, S. Nakamori and H. Takagi: A novel acetyltransferase, Mpr1p, found in 

Saccharomyces cerevisiae 1278b detoxifies a L-proline-analogue, L-azetidine-2-carboxylic acid. 

2002 Yeast Genetics and Molecular Biology Meeting, Madison, Wisconsin, U.S.A., July, 2002. 

14) C. Hoshikawa, S. Nakamori and H. Takagi: Mechanism of hypersensitivity to a toxic proline 

analogue by the yeast HECT-type ubiquitin ligase Rsp5 mutant. Cold Spring Harbor Laboratory 

Meeting: The Ubiquitin Family, Cold Spring Harbor, New York, U.S.A., April, 2003. 

15) H. Takagi: Yeast Rsp5 ubiquitin ligase, which regulates Gap1 permease activity, is also involved in 

stress-induced abnormal proteins. The International Symposium “New Horizons in Molecular 

Sciences and Systems: An Integrated Approach”, Okinawa, Japan, October, 2003. 

16) C. Hoshikawa, M. Hisano and H. Takagi: A novel function of Rsp5 ubiquitin ligase: Involvement of 

degradation of stress-induced abnormal proteins. 2004 Yeast Genetics and Molecular Biology 

Meeting, Seattle, Washington, U.S.A., July, 2004. 

17) Y. Hamano, Y. Hoshino, T. Kawai, I. Nicchu, S. Nakamori and H. Takagi: A genetic system for the 

-poly-L-lysine producer, Streptomyces albulus IFO14147, and the homologous overexpression of 

the aspartokinse gene. GMBIM/BMP Meeting, San Diego, California, U.S.A., November, 2004. 

18) Y. Haitani, H. Hiraishi and H. Takagi: Functional analysis of the yeast HECT-type ubiquitin ligase 

Rsp5 under stress conditions: Involvement of transcriptional regulation of stress proteins. Cold Spring 

Harbor Laboratory Meeting: The Ubiquitin Family, Cold Spring Harbor, New York, U.S.A., April, 

2005. 

19) H. Hiraishi, T. Shimada, T. Sato and H. Takagi: Identification of abnormal protein substrates of the 

yeast Rsp5 ubiquitin ligase under stress conditions. XXII. International Conference on Yeast Genetics 

& Molecular Biology, Blatislava, Slovakia, August, 2005. 

20) X. Du and H. Takagi. N-Acetyltransferase Mpr1 confers oxidative stress tolerance on 

Saccharomyces cerevisiae by reducing reactive oxygen species. 2006 Yeast Genetics and Molecular 

Biology Meeting, Princeton, New Jersey, U.S.A., July, 2006. 

21) Y. Haitani and H. Takagi: Functional analysis of the yeast ubiquitin ligase Rsp5 under stress 

conditions: Regulation of expression of transcriptional factors Hsf1 and Msn2/4. Cold Spring Harbor 

Laboratory Meeting: The Ubiquitin Family, Cold Spring Harbor, New York, U.S.A., April, 2007. 

22) Y. Haitani, M. Nakata and H. Takagi: Isolation and analysis of the yeast ubiquitin ligase Rsp5 with 

higher stress tolerance. Cold Spring Harbor Laboratory Meeting: The Ubiquitin Family, Cold Spring 

Harbor, New York, U.S.A., April, 2007. 

23) T. Kainou, A. Kawaguchi and H. Takagi: Correlation of proline accumulation, gene expression and 

stress tolerance by the mutant gamma-glutamyl kinase (Pro1) in Saccharomyces cerevisiae. XXIII 

International Conference on Yeast Genetics and Molecular Biology, Melbourne, Australia, July, 2007. 

24) K. Iinoya, T. Kotani and H. Takagi: Isolation and characterization of the yeast N-acetyltransferase 

Mpr1 variants with improved anti-oxidant activity. XXIII International Conference on Yeast Genetics 
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and Molecular Biology, Melbourne, Australia, July, 2007. 

25) H. Takagi and X. Du: N-Acetyltransferase Mpr1 confers ethanol tolerance on yeast cells by reducing 

reactive oxygen species. International Specialized Symposium on Yeasts (ISSY26), Sorrento, Italy, 

June, 2007. 

26) H. Takagi: Enhancement of antioxidant activity of N-acetyltranseferase Mpr1 by random 

mutagenesis. 2008 Yeast Genetics and Molecular Biology Meeting, Toronto, Canada, July, 2008. 

27) H. Takagi: Functional analysis of the yeast ubiquitin ligase Rsp5 under stress conditions. 12th 

International Congress on Yeasts, Kyiv, Ukraine, August, 2008. 

28) H. Hiraishi, I. Ohtsu and H. Takagi: The yeast ubiquitin ligase Rsp5 down-regulates the alpha 

subunit of nascent polypeptide-associated complex Egd2 undere stress conditions. Cold Spring 

Harbor Laboratory Meeting: Yeast Cell Biology, Cold Spring Harbor, New York, U.S.A., August, 

2009. 

29) H. Takagi and A. Nishimura: Oxidative stress-induced NO synthesis and its physiological role in 

yeast Saccharomyces cerevisiae. The 6th International Conference on the Biology, Chemistry, and 

Therapeutic Applications of Nitric Oxide, Kyoto, June, 2010. 

30) H. Takagi and Akira Nishimura: Novel antioxidative mechanism of the yeast N-acetyltransferase 

Mpr1: The oxidative stress-induced arginine/NO synthesis and its physiological role. The 11th Asian 

and Oceanian Conference on Transcription, Okinawa, July, 2010. 

31) H. Takagi: Construction of self-cloning baker's yeasts that enhance freeze and air-dry stress 

tolerance in bread dough. 28th International Specialized Symposium on Yeasts (ISSY28), Bangkok, 

Thailand, September, 2010. 

32) Y. Sasano, D. Watanabe, K. Ukibe, H. Shimoi and H. Takagi: Overexpression of the yeast 

transcription activator Msn2 confers furfural resistance and increases the initial rate of fermentation. 

29th International Specialized Symposium on Yeasts (ISSY29), Guadalajara, Mexico, August, 2011. 

33) Y. Sasano, D. Watanabe, Y. Haitani, J. Shima, H. Shimoi and H. Takagi: Molecular breeding of 

industrial yeasts by overexpression of the transcription activator Msn2. 13th International Congress 

on Yeasts, Madison, Wisconsin, U.S.A., August, 2012. 

34) T. Sasaki and H. Takagi: Phosphorylation of a conserved Thr357 in yeast Nedd4-like ubiquitin ligase 

Rsp5 is involved in downregulation of the general amino acid permease Gap1. 30th International 

Specialized Symposium on Yeasts (ISSY30), Stara Lesna, Slovaki, Jume, 2013. 

35) H. Takagi: A novel antioxidative mechanism mediated by proline/arginine/NO metabolism in yeast. 

The 13th International Congress on Amino Acids, Peptides and Proteins (ICAPP), Galveston, Texas, 

U.S.A., October, 2013. 

36) H. Takagi: The flavoprotein Tah18-dependent NO synthesis confers high-temperature stress 

tolerance on yeast cells. The 8th International Conference on the Biology, Chemistry, and Therapeutic 

Applications of Nitric Oxide, Cleveland, Ohio, U.S.A., June, 2014. 

37) H. Takagi: Nitric oxide-mediated antioxidative mechanism of Saccharomyces cerevisiae and its 

application to industrial yeast. The 31st International Specialized Symposium on Yeasts (ISSY31), 

Vipava, Slovenia, October, 2014. 

38) T. Shiga, D. Watanabe, H. Takagi: Quality control of plasma membrane proteins by yeast Nedd4-
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like ubiquitin ligase Rsp5 under environmental stress conditions. The 32nd International Specialized 

Symposium on Yeasts (ISSY32), Perugia, Italy, September, 2015. 

39) H. Takagi: Enjoy new “Ryukyu Awamori” brewed with my yeast!! The 14th International Congress 

on Yeasts “Tutorial lectures”, Awaji, Japan, September, 2016. 

40) H. Takagi: Nitric oxide in yeast: a double-edged sword “cell protection vs. cell death". National 

University Singapore seminar, Singapore, July, 2017. 

41) J.Y. Yeon, S.J. Yoo, H. Takagi and H.A. Kang: A novel mitochondrial serine O-acetyltransferase, 

encoded by SAT1, plays a critical role in sulfur metabolism in the thermotolerant methylotrophic yeast 

Hansenula polymorpha. The International Conference on Non-conventional Yeasts (2018 NCY), 

Rzeszów, Poland, May, 2018. 

42) H. Takagi: High-level production of valine by expression of the feedback inhibition-insensitive 

acetohydroxyacid synthase in Saccharomyces cerevisiae. The Society for Industrial Microbiology 

and Biotechnology (SIMB) 2018 Annual Meeting, Chicago, U.S.A., August, 2018. 

43) Y. Yoshikawa, R. Nasuno and H. Takagi: Regulatory mechanism of the flavoprotein Tah18-

dependent nitric oxide synthesis and cell death in yeast. The 13th lnternational Meeting on Yeast 

Apoptosis, Leuven, Belgium, August, 2018. 

44) T. Siti Nur Afiah, Y. Kita, T. Shiga, D. Watanabe and H. Takagi: Regulatory mechanism of ethanol 

fermentation mediated by the E3-ubiquitin ligase Rsp5. The 34th International Specialized 

Symposium on Yeasts (ISSY34), Bariloche, Argentina, October, 2018. 

45) S. Eknikom, R. Nasuno and H. Takagi: Identification and functional analysis of nitrated proteins in 

the yeast Saccharomyces cerevisiae. The 34th International Specialized Symposium on Yeasts 

(ISSY34), Bariloche, Argentina, October, 2018. 

46) R. Tanahashi, D. Watanabe and H. Takagi: Degradation mechanism of aggregated proteins 

associated with neurodegenerative diseases in yeast. The 14th International Conference on 

Alzheimer's and Parkinson's Diseases, Lisbon, Portugal, March, 2019. 

47) H. Takagi: Improvement of fermentation ability and product quality in industrial yeast by 

“functional amino acid engineering”. The Society for Industrial Microbiology and Biotechnology 

(SIMB) 2019 Annual Meeting, Washington, D.C., U.S.A., July, 2019. 

48) R. Tanahashi, D. Watanabe, R. J. Braun and H. Takagi: Degradation mechanism of aggregated 

proteins associated with neurodegenerative diseases by Nedd4-family ubiquitin ligase Rsp5. EMBO 

Workshop “The ubiquitin system: Biology, mechanisms and roles in disease”, Cavtat, Croatia, 

September, 2019. 

49) T. S. N. Afiah, D. Watanabe and H. Takagi: Regulatory mechanism of ethanol fermentation mediated 

by the yeast ubiquitin ligase Rsp5. The 35th International Specialized Symposium on Yeasts (ISSY35), 

Antalya, Turkey, October, 2019. 

50) Shota Isogai, Tomonori Matsushita, Hiroyuki Imanishi, Jirasin Koonthongkaew, Yoichi Toyokawa, 

Akira Nishimura, Xiao Yi, Romas Kazlauskas, Hiroshi Takagi: High-level production of lysine in the 

yeast Saccharomyces cerevisiae by rational design of homocitrate synthase. The 15th International 

Congress on Yeasts (ICY15), August, 2021 (Web). 

51) Supapid Eknikom, Ryo Nasuno, Hiroshi Takagi: Impact of tyrosine nitration on pyruvate 



 34 

decarboxylase activity and ethanol production. The 15th International Congress on Yeasts (ICY15), 

August, 2021 (Web). 

52) Seiya Shino, Ryo Nasuno, Hiroshi Takagi: Clarification of metabolic regulation model with nitric 

oxide via translational modifications. The 15th International Congress on Yeasts (ICY15), August, 

2021 (Web). 

53) Jirasin Koonthongkaew, Nontawat Ploysongsri, Yoichi Toyokawa, Vithaya Ruangpornvisuti, 

Hiroshi Takagi: Rational design of branched-chain amino acid aminotransferases in the yeast 

Saccharomyces cerevisiae to improve branched-chain higher alcohol production. The 15th 

International Congress on Yeasts (ICY15), August, 2021 (Web). 

 

＜学術講演、集中講義＞ 

1) Protein engineering on subtilisin, Oak Ridge National Laboratory, Oak Ridge, Tennessee, U.S.A., 

February, 1988. 

2) Protein engineering in Bacillus and its application, North Carolina State University, Raleigh, North 

Carolina, U.S.A., September, 1991. 

3) サチライシンの蛋白質工学, 第 3 回 CBI 研究会「若手研究者の集い」, 東京都, 1992 年 6 月. 

4) サチライシンの人為的改造, 日本農芸化学会薮田基金補助による研究小集会「蛋白質研究

の最前線」, 高知市, 1992 年 7 月. 

5) Protein engineering on subtilisin, General Foods USA, Tarrytown, New York, U.S.A., September, 

1992. 

6) サチライシンの蛋白質工学, 東京大学大学院農学系研究科応用生命工学専攻「酵素学特論」, 

東京都, 1992 年 12 月. 

7) Protein engineering on subtilisin, National Yang-Ming Medical College, Taipei, Taiwan, May, 1993. 

8) Current development in food enzymes, Food Industry Research and Development Institute, Hsinchu, 

Taiwan, May, 1993. 

9) Protein engineering on subtilisin from Bacillus subtilis, Food Industry Research and Development 

Institute, Hsinchu, Taiwan, June, 1993. 

10) 食品用酵素の最近の技術動向, 花王（株）, 生物科学研究所セミナー, 鹿島市, 1995 年 11

月. 

11) 蛋白質工学的手法による枯草菌プロテアーゼ・サチライシンの機能変換に関する研究（農

芸化学奨励賞受賞講演）, 日本農芸化学会 1997 年度大会, 東京都, 1997 年 4 月. 

12) 蛋白質工学的手法による枯草菌プロテアーゼ・サチライシンの機能変換に関する研究（農

芸化学奨励賞受賞講演）, 日本農芸化学会中部支部第 120 回例会, 名古屋市, 1997 年 10 月. 

13) 蛋白質工学的手法による有用酵素の機能改変, いわき明星大学理工学セミナー, いわき市, 

1998 年 1 月. 

14) サチライシンの蛋白質工学, 理化学研究所ライフサイエンス筑波研究センター, つくば市, 

1999 年 7 月. 

15) 出芽酵母Σ1278b 株に特有のプロリンアナログ耐性に関わる遺伝子, 第 160 回酵母細胞研

究会例会, 東京都, 1999 年 11 月. 

16) PCR システムの基礎と応用, 福井技術士研究会, 福井県松岡町, 1999 年 11 月. 
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17) 蛋白質工学的手法による微生物プロテアーゼの機能変換, 平成 12 年度日本水産学会秋季

大会タンパク質集談会, 福井県松岡町, 2000 年 9 月. 

18) 代謝工学的手法による L-システイン生産菌の分子育種に関する研究, 平成 12 年度「発酵

と代謝研究奨励金」授与式および発表会, 東京都, 2000 年 10 月. 

19) 絹蛋白質セリシンの遺伝子組換え技術による生産 , 福井技術士研究会, 福井県松岡町, 

2000 年 12 月. 

20) システイン生産菌の分子育種, 福井技術士研究会, 福井県松岡町, 2001 年 6 月. 

21) 納豆菌サチライシンの基質特異性改変, 食品酵素化学研究会第 1 回学術講演会, 京都市, 

2001 年 9 月. 
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 36 

38) タンパク質工学 –基礎と応用–, 北海道大学大学院農学研究科微生物資源生態学特論, 札

幌市, 2004 年 8 月. 

39) 酵母に広く存在する新規アセチルトランスフェラーゼの解析, ミニ国際シンポジウム：マ

リンゲノムの新展開「深海微生物のゲノム生物学」, 東広島市, 2004 年 10 月. 

40) アミノ酸アナログを用いた酵母のストレス耐性機構の解析と応用, 静岡大学理学部講演

会, 静岡市, 2004 年 10 月. 
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48) アミノ酸アナログを用いた酵母のストレス耐性機構の解析と応用. 21 世紀 COE プログラ
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63) プロリン蓄積型酵母の作製と実用酵母への応用. 第 17 回「バイオテクノロジー産業化の
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開催. 

201) 高木博史: 酵母におけるアミノ酸の代謝制御機構・生理機能の解析と育種への応用. 奈良

女子大学環境安全管理センター研修会, 奈良市, 2020 年 12 月 23 日. 

202) 高木博史: 「アミノ酸機能工学」による酵母の高機能開発：ストレス耐性機構の解析から

産業酵母の育種まで. 酵母研究会第 88 回講演会, 2021 年 3 月 5 日, Web 開催. 

203) 高木博史: 酵母のストレス耐性に関する新規な分子機構と高機能開発. 日本農芸化学会

2021 年度大会, 2021 年 3 月 18 日, 仙台市. *2020 年度農芸化学会賞受賞講演 

204) 高木博史: 「アミノ酸機能工学」による酵母の高機能開発とその産業応用. 日本農芸化学

会 2021 年度大会シンポジウム「微生物におけるアミノ酸研究の新展開 ～代謝制御機構・

生理機能の発見から産業利用まで～」, 2021 年 3 月 21 日, Web 開催. *招待講演 

205) 高木博史: アミノ酸に着目した酵母の高機能開発と産業利用. 「酵母多様性生物学・分類

学研究室」開設記念式典およびシンポジウム「酵母の産業における重要性と酵母分類」. 

2021 年 5 月 13 日, Web 開催. *招待講演 

206) 高木博史: アミノ酸に着目した酵母の育種と泡盛醸造への応用. 第 73 回日本生物工学会

大会シンポジウム「泡盛の基盤研究と産業応用―地域特産品の研究成果を活用するには

―」, 2021 年 10 月 27 日, Web 開催. *招待講演 

207) 高木博史: 製パンプロセスにおける酵母のストレス耐性機構の解析と育種への応用に関

する研究. （公財）飯島藤十郎記念食品科学振興財団「第 33 回学術講演会」, 市川市, 2021

年 11 月 19 日. *受賞講演 

208) 高木博史:アミノ酸高生産酵母の育種技術を活用した奈良県産酒類の高付加価値化（ブラ

ンド化）. 奈良先端科学技術大学院大学 地域共創推進室キックオフシンポジウム ～「産

官学金」によるイノベーション都市 NARA の創造～, 奈良市, 2021 年 11 月 24 日. 

209) 高木博史: 酵母に学ぶストレスの解消法とお酒の楽しみ方. 信州大学応用微生物学ルネ

サンスセンター講演会, 長野市, 2022 年 6 月. 

 


